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Fig. S6 
EC1.2 and EC1.3 transcript levels are reduced in ec1-RNAi lines. Emasculated mature 
pistils of the wild type (wt) and of three independent heterozygous ec1-RNAi lines were 
used to analyze the relative transcript amounts of EC1.2 and EC1.3 by either semi-
quantitative RT-PCR (A) or by real-time-quantitative-PCR (B). Mean expression levels 
relative to wild type ± SD of three technical replicates are indicated. Eukaryotic 
translation initiation factor 4 gamma (eIF4G) was used as control. 

 

 

 

 

 

 

 

 

 

 

 

ec1
-R

NAi_9 

ec1
-R

NAi_16 

ec1
-R

NAi_18 
wt 

ddH 2O
 
gDNA 

EC1.2 

EC1.3 

eIF4G 

A!

E
xp

re
ss

io
n 

le
ve

l r
el

at
iv

e 
to

 w
ild

 ty
pe

 

       EC1.2 

       EC1.3 

B!

!"#

$!"#

%!"#

&!"#

'!"#

(!!"#

($!"#

ec1
-R

NAi_4 

ec1
-R

NAi_9 

ec1
-R

NAi_10 
wt 

Figure S6.6 | EC1.2 and EC1.3 transcript levels are reduced in ec1-RNAi lines. 

Emasculated mature pistils of wild type and of three independent heterozygous ec1-RNAi lines were 
used to analyze the relative transcript amounts of EC1.2 and EC1.3 by either semi-quantitative RT-PCR 
(A) or by real-time-quantitative-PCR (B). Mean expression levels relative to wild type ± SD of three 
technical replicates are indicated. EUKARYOTIC TRANSLATION INITIATION FACTOR 4 GAMMA (eIF4G) 
was used as control.


